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State of the art and aims of the project  
Despite numerous efforts for preventing and controlling intramammary infections, mastitis is still responsible for 
major economic losses in dairy animal productions, and the issue is further enhanced by the constant increase of 
antibiotic resistance traits and the current pressure on antibiotic reduction. This project will apply omic technologies 
to investigate the interactions among microorganisms themselves and with the ruminant host to gain a better 
understanding of their role in favoring or contrasting mastitis. Specific topics will include investigating the impact 
of farming practices, such as feeding waste milk to calves, on the gut microbiota and on the selection and maintenance 
of antimicrobial resistance gene pools, evaluating the use of microbial products as alternatives to antibiotics for 
preventing intramammary infections, and applying proteomic and proteogenomic approaches to the identification 
and characterization of beneficial and pathogenic bacteria. Traditional bacteriological, immunological and molecular 
methods will be combined with innovative proteomic, proteogenomic and bioinformatic methods. 
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