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State of the art and aims of the project)

The availability of innovative high throughput technologies such as next generation sequencing and single cell
analysis, allows the production of large amount of “omic” data. Bioinformatic tools and on-line annotation resources
make increasingly possible to outline the meaning and network interaction of large quantity of variability data. These
are the premises to disclose the genetic basis of complex disease in domestic animals. Even if the genetic control of
several complex diseases has already been known for years, only recently some studies revealed first insights on the
genetic features controlling them. The PhD project aims to produce whole genome sequencing data (structural DNA)
and transcriptomic data to identify the genetic features controlling specific important disease such as
cardiomyopathies and hepatic disorders in pets. The project will actively network with national and international
research groups and with sequence and annotation international efforts.
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