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Funding secured

for the Data
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study starts

Food preferences
questionnaire
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A\, completeon
N 150K/
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Number of associations
(P<5x107%)

Pleiotropic effects of ALDHZ2 variant

Cross-sectional analysis of 220 traits

Association of rs671 with various dietary habits

Sakaue S et al. Nat Genet 2021

. 47 phenotypes
Japanese ol oy
o © = O N %/
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¥ T
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10_ o® I l 8 1 I ‘o °
O—Am |“|m|mlu|m|~'.4|‘.“.*|
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Chromosome

rs671 are also associated with

Age at menarche: Kanai M et al. MedRxiv 2021

Mortality: Sakaue et al. EJHG 2018

Drinks per week -

Coffee consumption -

Green tea consumption -

Milk consumption -

Yoghurt consumption
Cheese consumption -

Natto consumption -

Tofu consumption

Fish consumption -

Small whole fish consumption -

Vegetable consumption -

Meat consumption -

Matoba N et al. Nat hum beh 2020

T

-0.50 -0.25 0 0.25 0.50

Effect size of G allele at rs671

MP<(5x108/13 wP<1x107

ALDH2 may affect various
phenotypes through mechanisms
other than alcohol metabolism ?
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Analysis Result

M TFOAR— THRIMERO O MR TEET.
BFR(Cstudy® (Bl Atrial_Fibrillation) ZEAN TS &, FOw AR RENFET.

PheWeb(C S B@FHEROTOY ~

WELRBIIER DRI V5T 0— RUTREL.

FRIEROE )L KEGRCh37 T T,
BRIFER DR T LILIEALT TY.

mCase-control GWAS

1D Study Case
1 Atrial Fibrillation 8,180
[M=5,713,
F=2,467]
2 Rheumatoid Arthritis =~ 3,636
(Asian)
3 Rheumatoid Arthritis =~ 3,161
(Asian ChrX)
4 Rheumatoid Arthritis =~ 2,843

(European)

Ctrl

28612
[M=11,223,
F=17,389]

15,554

15,032

5,540

Description

Genome-wide
association study and
imputation analyses to

identify susceptibility loci

associated with atrial
fibrillation in Japanese
population.

Association results of
rheumatoid arthritis

GWAS meta-analysis
using Asian samples.

Association results of
rheumatoid arthritis

GWAS meta-analysis
using Asian samples.

Association results of
rheumatoid arthritis
GWAS meta-analysis
using European
samples.

English

Japanese ENcyclopedia of GEnetic associations by Riken

Citation

Identification of six
new genetic loci
associated with
atrial fibrillation in
the Japanese
population

Genetics of
rheumatoid arthritis
contributes to
biology and drug
discovery

Genetics of
rheumatoid arthritis
contributes to
biology and drug
discovery

Genetics of
rheumatoid arthritis
contributes to
biology and drug
discovery

PMID

28416822

24390342

24390342

24390342

Size

119MB

165MB

4.63MB

242M

Counts

4464

2167

886

1086

Download

download

download

download

download

about citation

Link to pheweb

Atrial Fibrillation

Rheumatoid Arthritis
(Asian)

Rheumatoid Arthritis
(Asian ChrX)

Rheumatoid Arthritis
(European)

https://pheweb.jp/

s
%\ BioBank Japan PheWeb rheweb jp)

BIOBANK JAPAN

Example queries:

This website releases genome-wide association study (GWAS) summary statistics of (BBJ). We provide
GWAS results in the Japanese population (mainly from BBJ) using the PheWeb platform, with public access to the full summary statistics.

BBJ is a prospective genome biobank that collaboratively collected DNA and serum samples from 12 medical institutions in Japan,
managed by . BBJ has recruited approximately 260,000 participants, mainly of
Japanese ancestry. All study participants had been diagnosed with one or more of 47 target diseases. RIKEN Center for Integrative
Medical Sciences contributed to genotyping of the BBJ samples.

News

July 26, 2023: 7 new GWAS results from , and

Phenotypes include , and pan-cancer meta-analyses (e.g., )-

March 21, 2023: 23 new GWAS results from
Phenotypes include

).

, and
, and dietary phenotypes (e.g.,

November 18, 2022: 14 new GWAS results from ,
and

Phenotypes include , COVID-19 phenotypes (e.g.,
meta-analysis of autoimmune and/or allergy diseases.

), and multi-trait
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JEHBLABT—2(2022/9/30 R) T—2DFHO—FE:46,0724 (B 14L)

HRAR 7/ LT —%, BREKEHRAEE(NBDC) 4714 (521i1)

Data ID contents number date
JGAS00000000101 DEME) SNPTF—4% 8180/ 2017/5/18
JGAS00000000114 1 8 FASNPF—4%. BMI 1152823‘;%@“,\’,'2) 2017/9/8
JGAS00000000114 58 IR & 162,255 2018/5/1
JGAS00000000114 T/ L—9 T VR 1026] 2018/8/13
JGAS00000000140 KIEEADPARE]L 1EEF 30825 2018/10/16
JGAS00000000114 Imputation 3541 2019/9/27
JGAS00000000203 RIEERIIIIRD A BE 8 BIZF 20002 2019/10/7

KIFEERRE 2 3 &F 2021/5/21
JGAS000293 /BT A & 11234
JGAS000412 5.45 ASNPF— % b Sohort i LIS 2021/11/30
JGAS000556 X&3xAa—L(NMR) 1285 2022/9/8
FIREERS 4/ L7—%2 (AGD)

Data ID contents number date
AGDS 00000000005 T/ L—9T VR 2219, 2019/7/23
AGDS 000009 75 /) L—O TR 1007 2021/7/30
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